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RESULT 1 
AAR24022 

ID AAR24022 standard; protein; 543 AA. 

XX 

AC AAR24022; 
XX 

DT 27-NOV-1992 (first entry) 
XX 

DE Human promyelo-leukaemia cell HL-20 differentiation protein. 

XX 

KW Monocyte-macrophage; protein kinase; leukaemia. 
XX 

OS Homo sapiens. 
XX 

PN JP04121189-A. 
XX 

PD 22-APR-1992. 

XX 

PF ll-SEP-1990; 90JP-00240488 . 
XX 

PR ll-SEP-1990; 90JP-00240488. 
XX 

PA (TOY J ) TOSOH CORP. 

PA (UCHI/) UCHIYAMA T. 
XX 

DR WPI; 1992-188065/23. 

DR N-PSDB; AAQ24982. 
XX 

PT New DNA - is induced during differential induction of human promyelo 

PT leukaemia cell to monocyte : macrophage series cell with protein kinase. 

XX 

PS Claim 2; Page 1; 6pp; Japanese. 
XX 

CC DNA encoding this protein is induced in early stage of differentiation of 

CC human promyelo-leukaemia cell HL-60 into monocyte-macrophage series cell 

CC by protein kinase. Coiranonly, differential induction of HL-60 cell with 

CC TPA needs ca . 48 hrs . The DNA is transcriptionally induced in very early 

CC stage (30 min) without mediating protein synthesis temporarily. It is 

CC supposed to. determine differentiation process. Protein encoded by the DNA 

CC is supposed to be effective in decarcinogenesis of leukaemia 

XX 

SQ Sequence 543 AA; 

Query Match 100.0%; Score 2851; DB 2; Length 543; 

Best Local Similarity 100.0%; Pred. No. 4.8e-184; 

Matches 54 3; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

1 MAAAKAEMQLMSPLQISDPFGSFPHSPTMDNYPKLEEMMLLSNGAPQFLGAAGAPEGSGS 60 

1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i I i 1 1 i I i I r 

1 MAAAKAEMQLMSPLQISDPFGSFPHSPTMDNYPKLEEMMLLSNGAPQFLGAAGAPEGSGS 60 

61 NSSSSSSGGGGGGGGGSNSSSSSSTFNPQADTGEQPYEHLTAESFPDISLNNEKVLVETS 120 

I I I i I I I i I I I I I M i I I I I I I I I I I I I I 1 I I I I I I M I I I I I I I I 1 I I I I I I 1 I I I I I I 
61 NSSSSSSGGGGGGGGGSNSSSSSSTFNPQADTGEQPYEHLTAESFPDISLNNEKVLVETS 120 

121 YPSQTTRLPPITYTGRFSLEPAPNSGNTLWPEPLFSLVSGLVSMTNPPASSSSAPSPAAS 180 

I I I I 1 I i I ) I I I i I I I I I I I I I I I I I I I I I I t I ( I I I I I I I I I 1 I I I I M I I I i I M I I I 
121 YPSQTTRLPPITYTGRFSLEPAPNSGNTLWPEPLFSLVSGLVSMTNPPASSSSAPSPAAS 180 

181 SASASQSPPLSCAVPSNDSSPIYSAAPTFPTPNTDIFPEPQSQAFPGSAGTALQYPPPAY 24 0 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M M I I I I I M II I M M I i I 
181 SASASQSPPLSCAVPSNDSSPIYSAAPTFPTPNTDIFPEPQSQAFPGSAGTALQYPPPAY 240 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



241 PAAKGGFQVPMIPDYLFPQQQGDLGLGTPDQKPFQGLESRTQQPSLTPLSTIKAFATQSG 300 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I t I I I I I I t I I I I I 1 I I I I t I I 
241 PAAKGGFQVPMIPDYLFPQQQGDLGLGTPDQKPFQGLESRTQQPSLTPLSTIKAFATQSG 300 

301 SQDLKALNTSYQSQLIKPSRMRKYPNRPSKTPPHERPYACPVESCDRRFSRSDELTRHIR 360 

I I I I I ) M I I I I I ) I i I I I 1 I I I I I I i I I I I I I I I 1 I I I I } I I I I I I i I I I I I I I I I I I I 
301 SQDLKALNTSYQSQLIKPSRMRKYPNRPSKTPPHERPYACPVESCDRRFSRSDELTRHIR 360 

361 IHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLR 420 

i I I 1 I i I M I I I I I I I I I } M I I I I i I I I I I } I M M I i I I I I 11 I I I I I I I I { I I I I I I 
361 IHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLR 420 

421 QKDKKADKSVVASSATSSLSSYPSPVATSYPSPVTTSYPSPATTSYPSPVPTSFSSPGSS 480 

I I I I I I I I I i i I I I I i I 1 I I I I I I I I I i I I I I I I I 1 I I I 1 I I I I I I I I I I I I i I i I I I I I 
421 QKDKKADKSWASSATSSLSSYPSPVATSYPSPVTTSYPSPATTSYPSPVPTSFSSPGSS 480 

481 TYPSPVHSGFPSPSVATTYSSVPPAFPAQVSSFPSSAVTNSFSASTGLSDMTATFSPRTI 540 

i I I I M M I I I I I I I I I I I i I I I I I I I I I 11 I I I I I I I I I I M i I I I I I I 1 I I I I I I I I I 
481 TYPSPVHSGFPSPSVATTYSSVPPAFPAQVSSFPSSAVTNSFSASTGLSDMTATFSPRTI 540 

541 EIC 543 
I I I 

541 EIC 543 



